Amino acid

PCDHGB3 - GI1:14270496

E — v crumoowmr nnr e Y N RN
D — v W T T RN I
R —u 11 R I N T Wi+
K — Lo I Lo Lo | T
H — | Lo Lo NN | | |
Y — | I Lo I I ] Lo
F — v 00 1000 | Il N | 1N | | I TR T
W —1 | |
M — | | ol | | |
I — 0 0o | [ I I N IR TR | NN |
Loo— i v rr i T NI IR IR R R
V o — T T B T 1 T 1 O I A R I S R U |
Q — 11 N | Lol | Il T | I
N — P R R I | NI
C — I | | | Lo
S — e PO
T — NI Lo IR | I LI
A —1 1 L R NEIRI N R R I
G —fwuw L R P I A AT 1N |
P — 0 0 0 o | R IR Lo IR
| | | | | | | |
100 200 300 400 500 600 700 800

Position in protein sequence

Extracted from Guide to the Human Genome O 2010 by Stewart Scherer. All rights reserved.



